ANNOUNCEMENT {#s1}
============

Foodborne pathogens implicated in illnesses in the United States caused approximately 9.4 million episodes of foodborne illness annually as of 2011 ([@B1]). That accounted for 55,961 hospitalizations and 1,351 deaths ([@B1]). There are many foodborne bacterial genomes available at NCBI encompassing isolates from many countries, most of them in draft genome state. Therefore, there is a need for fully closed genomes that can be used for routine verification, validation, and proficiency within the whole-genome sequence laboratory workflow. Here, we selected a group of 28 foodborne pathogens isolated from foods (belonging to 18 different species) that can be used to meet these objectives. They include strains from benchmark outbreak data sets ([@B2]) with a diversity of pathogenic species and genome GC content biases. We obtained fully closed genomes for each of these isolates using a combination of long-read and short-read sequencing technologies. The availability of these closed genomes will be useful for future outbreak investigations, as well as for sequencing validation studies.

The strains were originally isolated from different food and clinical sources, and single cultures were retrieved from our CFSAN strain database for growth and DNA extraction ([Table 1](#tab1){ref-type="table"}). The genomic DNA was extracted using the RSC cultured cell DNA kit on a Maxwell RSC automated nucleic acid extraction instrument (Promega, Madison, WI), following the manufacturer's protocols, with the addition of RNase A treatment. The long reads for each strain were generated in a GridION sequencer (Nanopore Technologies, Oxford, UK). The sequencing libraries were prepared using the rapid barcoding sequencing kit (SQK-RBK004). Each sequencing library contained DNA fragmented randomly by a transposase present in the fragmentation mix of the SQK-RBK004 kit, rendering fragment sizes larger than 30 kb. Every five libraries were pooled and run in a FLO-MIN106 (R9.4.1) flow cell according to the manufacturer's instructions for 48 h. Default parameters were used for all software unless otherwise specified. The run was base called live using MinKNOW v18.12.9 with Guppy v1.8.10 (Nanopore Technologies). In total, we conducted 5 Nanopore runs. The sequencing outputs for each of the 5 runs were 12.80 Gb (quality score, 10.14; *N*~50~, 8,805 bp; total reads, 776,422), 4.98 Gb (quality score, 10.09; *N*~50~, 7,264 bp; total reads, 351,543), 7.47 Gb (quality score, 10.09; *N*~50~, 10,335 bp; total reads, 369,174), 3.03 Gb (quality score, 9.99; *N*~50~, 3,747 bp; total reads, 378,171), and 13 Gb (quality score, 9.86; *N*~50~, 4,144 bp; total reads, 2,119,121) for an estimated genome average coverage of 23 to 200×. Reads less than 5,000 bp and with a quality score of \<7 were discarded for downstream analysis. The short-read whole-genome sequences for each strain were generated by MiSeq Illumina sequencing with the MiSeq reagent kit v3 using 2 × 250-bp paired-end chemistry (Illumina, San Diego, CA), according to the manufacturer's instructions, at 32 to 205× coverage. The libraries were constructed using 100 ng of genomic DNA with the Nextera DNA Flex kit (Illumina), according to the manufacturer's instructions. The reads were trimmed with Trimmomatic v0.36 ([@B3]).

###### 

Metadata for the 28 strains reported in this study[^*a*^](#ngtab1.1){ref-type="table-fn"}

  -----------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------
  CFSAN no.                                            Genbank accession no. for:                                               GC content (%)                                                         Hybrid assembly genome coverage (×)   Organism (ANI value \[%\])[^*b*^](#ngtab1.2){ref-type="table-fn"}   SRA accession no. (no. of reads)   ST[^*c*^](#ngtab1.3){ref-type="table-fn"}                                  
  ---------------------------------------------------- ------------------------------------------------------------------------ ---------------------------------------------------------------------- ------------------------------------- ------------------------------------------------------------------- ---------------------------------- -------------------------------------------------------------------------- ------
  CFSAN032805[^*d*^](#ngtab1.4){ref-type="table-fn"}   [CP045791](https://www.ncbi.nlm.nih.gov/nuccore/CP045791) (1,670,008)    [CP045792](https://www.ncbi.nlm.nih.gov/nuccore/CP045792) (25,046)\    31.4                                  130                                                                 *Campylobacter coli* (99)          [SRR9042864](https://www.ncbi.nlm.nih.gov/sra/SRR9042864) (1,930,908)\     5305
                                                                                                                                [CP045793](https://www.ncbi.nlm.nih.gov/nuccore/CP045793) (55,123)                                                                                                                                                  [SRR10342326](https://www.ncbi.nlm.nih.gov/sra/SRR10342326) (6,048)        

  CFSAN032806[^*d*^](#ngtab1.4){ref-type="table-fn"}   [CP045789](https://www.ncbi.nlm.nih.gov/nuccore/CP045789) (1,759,224)    [CP045790](https://www.ncbi.nlm.nih.gov/nuccore/CP045790) (55,123)     30.5                                  130                                                                 *Campylobacter jejuni* (99)        [SRR9043691](https://www.ncbi.nlm.nih.gov/sra/SRR9043691) (1,674,572)\     222
                                                                                                                                                                                                                                                                                                                                                    [SRR10342325](https://www.ncbi.nlm.nih.gov/sra/SRR10342325) (116,362)      

  CFSAN002349[^*e*^](#ngtab1.5){ref-type="table-fn"}   [CP045751](https://www.ncbi.nlm.nih.gov/nuccore/CP045751) (2,942,451)                                                                           38.0                                  53                                                                  *Listeria monocytogenes* (95)      [SRR9042860](https://www.ncbi.nlm.nih.gov/sra/SRR9042860) (1,355,534)\     382
                                                                                                                                                                                                                                                                                                                                                    [SRR10336619](https://www.ncbi.nlm.nih.gov/sra/SRR10336619) (18,026)       

  CFSAN008100[^*e*^](#ngtab1.5){ref-type="table-fn"}   [CP045749](https://www.ncbi.nlm.nih.gov/nuccore/CP045749) (3,042,973)    [CP045750](https://www.ncbi.nlm.nih.gov/nuccore/CP045750) (51,115)     38.0                                  59                                                                  *Listeria monocytogenes* (95)      [SRR9043686](https://www.ncbi.nlm.nih.gov/sra/SRR9043686) (1,201,156)\     5
                                                                                                                                                                                                                                                                                                                                                    [SRR10336618](https://www.ncbi.nlm.nih.gov/sra/SRR10336618) (32,047)       

  CFSAN023464[^*e*^](#ngtab1.5){ref-type="table-fn"}   [CP045748](https://www.ncbi.nlm.nih.gov/nuccore/CP045748) (2,939,705)                                                                           38.0                                  63                                                                  *Listeria monocytogenes* (95)      [SRR9043689](https://www.ncbi.nlm.nih.gov/sra/SRR9043689) (1,931,272)\     382
                                                                                                                                                                                                                                                                                                                                                    [SRR10336617](https://www.ncbi.nlm.nih.gov/sra/SRR10336617) (25,537)       

  CFSAN023465[^*e*^](#ngtab1.5){ref-type="table-fn"}   [CP045747](https://www.ncbi.nlm.nih.gov/nuccore/CP045747) (2,939,729)                                                                           38.0                                  60                                                                  *Listeria monocytogenes* (95)      [SRR9042858](https://www.ncbi.nlm.nih.gov/sra/SRR9042858) (1,520,648)\     382
                                                                                                                                                                                                                                                                                                                                                    [SRR10336616](https://www.ncbi.nlm.nih.gov/sra/SRR10336616) (37,355)       

  CFSAN023468[^*e*^](#ngtab1.5){ref-type="table-fn"}   [CP045746](https://www.ncbi.nlm.nih.gov/nuccore/CP045746) (2,939,733)                                                                           38.0                                  68                                                                  *Listeria monocytogenes* (95)      [SRR9042855](https://www.ncbi.nlm.nih.gov/sra/SRR9042855) (1,872,662)\     382
                                                                                                                                                                                                                                                                                                                                                    [SRR10336615](https://www.ncbi.nlm.nih.gov/sra/SRR10336615) (45,482)       

  CFSAN023469[^*e*^](#ngtab1.5){ref-type="table-fn"}   [CP045745](https://www.ncbi.nlm.nih.gov/nuccore/CP045745) (2,939,732)                                                                           38.0                                  54                                                                  *Listeria monocytogenes* (95)      [SRR9042860](https://www.ncbi.nlm.nih.gov/sra/SRR9042860) (1,355,534)\     382
                                                                                                                                                                                                                                                                                                                                                    [SRR10336614](https://www.ncbi.nlm.nih.gov/sra/SRR10336614) (26,535)       

  CFSAN044836[^*e*^](#ngtab1.5){ref-type="table-fn"}   [CP045743](https://www.ncbi.nlm.nih.gov/nuccore/CP045743) (2,864,595)    [CP045744](https://www.ncbi.nlm.nih.gov/nuccore/CP045744) (57,553)     37.5                                  59                                                                  *Listeria innocua* (99)            [SRR9042859](https://www.ncbi.nlm.nih.gov/sra/SRR9042859) (1,502,760)\     448
                                                                                                                                                                                                                                                                                                                                                    [SRR10336613](https://www.ncbi.nlm.nih.gov/sra/SRR10336613) (14,976)       

  CFSAN000510[^*e*^](#ngtab1.5){ref-type="table-fn"}   [CP045766](https://www.ncbi.nlm.nih.gov/nuccore/CP045766) (4,459,434)                                                                           51.3                                  35                                                                  *Salmonella bongori* (100)         [SRR9043692](https://www.ncbi.nlm.nih.gov/sra/SRR9043692) (1,375,500)\     398
                                                                                                                                                                                                                                                                                                                                                    [SRR10337247](https://www.ncbi.nlm.nih.gov/sra/SRR10337247) (67,799)       

  CFSAN000318[^*e*^](#ngtab1.5){ref-type="table-fn"}   [CP045762](https://www.ncbi.nlm.nih.gov/nuccore/CP045762) (4,794,364)    [CP045763](https://www.ncbi.nlm.nih.gov/nuccore/CP045763) (117,406)\   52.2                                  25                                                                  *Salmonella enterica* (99)         [SRR9043693](https://www.ncbi.nlm.nih.gov/sra/SRR9043693) (1,494,982)\     15
                                                                                                                                [CP045764](https://www.ncbi.nlm.nih.gov/nuccore/CP045764) (35,297)\                                                                                                                                                 [SRR10337248](https://www.ncbi.nlm.nih.gov/sra/SRR10337248) (161,127)      
                                                                                                                                [CP045765](https://www.ncbi.nlm.nih.gov/nuccore/CP045765) (4,773)                                                                                                                                                                                                                              

  CFSAN000552[^*e*^](#ngtab1.5){ref-type="table-fn"}   [CP045761](https://www.ncbi.nlm.nih.gov/nuccore/CP045761) (4,576,555)                                                                           51.7                                  23                                                                  *Salmonella enterica* (95)         [SRR9043690](https://www.ncbi.nlm.nih.gov/sra/SRR9043690) (1,189,922)\     596
                                                                                                                                                                                                                                                                                                                                                    [SRR10337246](https://www.ncbi.nlm.nih.gov/sra/SRR10337246) (106,897)      

  CFSAN000661[^*e*^](#ngtab1.5){ref-type="table-fn"}   [CP045759](https://www.ncbi.nlm.nih.gov/nuccore/CP045759) (4,726,556)    [CP045760](https://www.ncbi.nlm.nih.gov/nuccore/CP045760) (81,815)     52.2                                  37                                                                  *Salmonella enterica* (99)         [SRR9043683](https://www.ncbi.nlm.nih.gov/sra/SRR9043683) (1,582454)\      909
                                                                                                                                                                                                                                                                                                                                                    [SRR10337245](https://www.ncbi.nlm.nih.gov/sra/SRR10337245) (83,622)       

  CFSAN000669[^*e*^](#ngtab1.5){ref-type="table-fn"}   [CP045757](https://www.ncbi.nlm.nih.gov/nuccore/CP045757) (4,726,556)    [CP045758](https://www.ncbi.nlm.nih.gov/nuccore/CP045758) (81,815)     52.2                                  33                                                                  *Salmonella enterica* (99)         [SRR9042862](https://www.ncbi.nlm.nih.gov/sra/SRR9042862) (1,565,918)\     909
                                                                                                                                                                                                                                                                                                                                                    [SRR10337244](https://www.ncbi.nlm.nih.gov/sra/SRR10337244) (67,190)       

  CFSAN000752[^*e*^](#ngtab1.5){ref-type="table-fn"}   [CP045754](https://www.ncbi.nlm.nih.gov/nuccore/CP045754) (4,726,556)    [CP045755](https://www.ncbi.nlm.nih.gov/nuccore/CP045755) (81,815)\    52.2                                  31                                                                  *Salmonella enterica* (99)         [SRR9042861](https://www.ncbi.nlm.nih.gov/sra/SRR9042861) (1,324,510)\     909
                                                                                                                                [CP045756](https://www.ncbi.nlm.nih.gov/nuccore/CP045756) (99,458)                                                                                                                                                  [SRR10337243](https://www.ncbi.nlm.nih.gov/sra/SRR10337243) (76,626)       

  CFSAN000189[^*e*^](#ngtab1.5){ref-type="table-fn"}   [CP045753](https://www.ncbi.nlm.nih.gov/nuccore/CP045753) (4,726,706)    [CP045752](https://www.ncbi.nlm.nih.gov/nuccore/CP045752) (81,815)     52.2                                  45                                                                  *Salmonella enterica* (99)         [SRR9043663](https://www.ncbi.nlm.nih.gov/sra/SRR9043663) (2,643,756)\     909
                                                                                                                                                                                                                                                                                                                                                    [SRR10337242](https://www.ncbi.nlm.nih.gov/sra/SRR10337242) (81,553)       

  CFSAN001153[^*e*^](#ngtab1.5){ref-type="table-fn"}   [CP045794](https://www.ncbi.nlm.nih.gov/nuccore/CP045794) (3,311,004)\                                                                          45.3                                  32                                                                  *Vibrio parahaemolyticus* (98)     [SRR9042863](https://www.ncbi.nlm.nih.gov/sra/SRR9042863) (1,308,076)\     36
                                                       [CP045795](https://www.ncbi.nlm.nih.gov/nuccore/CP045795) (1,833,086)                                                                                                                                                                                                                        [SRR10345480](https://www.ncbi.nlm.nih.gov/sra/SRR10345480) (14,035)       

  CFSAN076619[^*e*^](#ngtab1.5){ref-type="table-fn"}   [CP045863](https://www.ncbi.nlm.nih.gov/nuccore/CP045863) (5,338,790)    [CP045864](https://www.ncbi.nlm.nih.gov/nuccore/CP045864) (95,989)\    50.6                                  32                                                                  *Escherichia coli* (100)           [SRR10337442](https://www.ncbi.nlm.nih.gov/sra/SRR10337442) (1,503,606)\   11
                                                                                                                                [CP045865](https://www.ncbi.nlm.nih.gov/nuccore/CP045865) (3,306)                                                                                                                                                   [SRR10346075](https://www.ncbi.nlm.nih.gov/sra/SRR10346075) (30,387)       

  CFSAN007894[^*e*^](#ngtab1.5){ref-type="table-fn"}   [CP045866](https://www.ncbi.nlm.nih.gov/nuccore/CP045866) (2,727,720)    [CP045867](https://www.ncbi.nlm.nih.gov/nuccore/CP045867) (27,265)     32.9                                  93                                                                  *Staphylococcus aureus* (98)       [SRR9043687](https://www.ncbi.nlm.nih.gov/sra/SRR9043687) (1,284,258)\     5
                                                                                                                                                                                                                                                                                                                                                    [SRR10346110](https://www.ncbi.nlm.nih.gov/sra/SRR10346110) (67,334)       

  CFSAN029786[^*e*^](#ngtab1.5){ref-type="table-fn"}   [CP045784](https://www.ncbi.nlm.nih.gov/nuccore/CP045784) (4,718,026)    [CP045785](https://www.ncbi.nlm.nih.gov/nuccore/CP045785) (223,637)\   51.3                                  200                                                                 *Shigella dysenteriae* (97)        [SRR9042854](https://www.ncbi.nlm.nih.gov/sra/SRR9042854) (1,825,270)\     148
                                                                                                                                [CP045786](https://www.ncbi.nlm.nih.gov/nuccore/CP045786) (4,065)\                                                                                                                                                  [SRR10340803](https://www.ncbi.nlm.nih.gov/sra/SRR10340803) (10,721)       
                                                                                                                                [CP045787](https://www.ncbi.nlm.nih.gov/nuccore/CP045787) (2,679)\                                                                                                                                                                                                                             
                                                                                                                                [CP045788](https://www.ncbi.nlm.nih.gov/nuccore/CP045788) (2,101)                                                                                                                                                                                                                              

  CFSAN086180[^*e*^](#ngtab1.5){ref-type="table-fn"}   [CP045783](https://www.ncbi.nlm.nih.gov/nuccore/CP045783) (5,536,651)                                                                           57.5                                  30                                                                  *Klebsiella variicola* (99)        [SRR9043694](https://www.ncbi.nlm.nih.gov/sra/SRR9043694) (1,302,012)\     NA
                                                                                                                                                                                                                                                                                                                                                    [SRR10340802](https://www.ncbi.nlm.nih.gov/sra/SRR10340802) (26,454)       

  CFSAN086181[^*e*^](#ngtab1.5){ref-type="table-fn"}   [CP045782](https://www.ncbi.nlm.nih.gov/nuccore/CP045782) (5,220,569)                                                                           57.6                                  32                                                                  *Klebsiella pneumoniae* (99)       [SRR9042857](https://www.ncbi.nlm.nih.gov/sra/SRR9042857) (1,438,500)\     NA
                                                                                                                                                                                                                                                                                                                                                    [SRR10340801](https://www.ncbi.nlm.nih.gov/sra/SRR10340801) (43,049)       

  CFSAN068773[^*e*^](#ngtab1.5){ref-type="table-fn"}   [CP045778](https://www.ncbi.nlm.nih.gov/nuccore/CP045778) (4,408,047)    [CP045779](https://www.ncbi.nlm.nih.gov/nuccore/CP045779) (131,196)\   56.8                                  45                                                                  *Cronobacter sakazakii* (98)       [SRR9043662](https://www.ncbi.nlm.nih.gov/sra/SRR9043662) (1,640,486)\     1
                                                                                                                                [CP045780](https://www.ncbi.nlm.nih.gov/nuccore/CP045780) (38,556)\                                                                                                                                                 [SRR10340800](https://www.ncbi.nlm.nih.gov/sra/SRR10340800) (35,477)       
                                                                                                                                [CP045781](https://www.ncbi.nlm.nih.gov/nuccore/CP045781) (3,982)                                                                                                                                                                                                                              

  CFSAN068816[^*f*^](#ngtab1.6){ref-type="table-fn"}   [CP045777](https://www.ncbi.nlm.nih.gov/nuccore/CP045777) (5,351,395)    [CP045776](https://www.ncbi.nlm.nih.gov/nuccore/CP045776) (273,192)\   35.6                                  100                                                                 *Bacillus paranthracis* (100)      [SRR9043027](https://www.ncbi.nlm.nih.gov/sra/SRR9043027) (1,494,764)\     26
                                                                                                                                [CP045775](https://www.ncbi.nlm.nih.gov/nuccore/CP045775) (8,686)\                                                                                                                                                  [SRR10340799](https://www.ncbi.nlm.nih.gov/sra/SRR10340799) (55,554)       
                                                                                                                                [CP045774](https://www.ncbi.nlm.nih.gov/nuccore/CP045774) (5,435)\                                                                                                                                                                                                                             
                                                                                                                                [CP045773](https://www.ncbi.nlm.nih.gov/nuccore/CP045773) (3,869)\                                                                                                                                                                                                                             
                                                                                                                                [CP045772](https://www.ncbi.nlm.nih.gov/nuccore/CP045772) (3,091)                                                                                                                                                                                                                              

  CFSAN086182[^*e*^](#ngtab1.5){ref-type="table-fn"}   [CP045771](https://www.ncbi.nlm.nih.gov/nuccore/CP045771) (4,917,491)                                                                           52.0                                  33                                                                  *Citrobacter braakii* (100)        [SRR9043684](https://www.ncbi.nlm.nih.gov/sra/SRR9043684) (1,405,876)\     NA
                                                                                                                                                                                                                                                                                                                                                    [SRR10340798](https://www.ncbi.nlm.nih.gov/sra/SRR10340798) (102,566)      

  CFSAN086183[^*e*^](#ngtab1.5){ref-type="table-fn"}   [CP045769](https://www.ncbi.nlm.nih.gov/nuccore/CP045769) (4,893,729)    [CP045770](https://www.ncbi.nlm.nih.gov/nuccore/CP045770) (98,844)     55.6                                  41                                                                  *Enterobacter cancerogenus* (99)   [SRR9043660](https://www.ncbi.nlm.nih.gov/sra/SRR9043660) (1,905,662)\     NA
                                                                                                                                                                                                                                                                                                                                                    [SRR10340797](https://www.ncbi.nlm.nih.gov/sra/SRR10340797) (36,071)       

  CFSAN084950[^*e*^](#ngtab1.5){ref-type="table-fn"}   [CP045768](https://www.ncbi.nlm.nih.gov/nuccore/CP045768) (6,441,924)                                                                           66.3                                  31                                                                  *Pseudomonas aeruginosa* (99)      [SRR9042856](https://www.ncbi.nlm.nih.gov/sra/SRR9042856) (1,978,400)\     New
                                                                                                                                                                                                                                                                                                                                                    [SRR10340796](https://www.ncbi.nlm.nih.gov/sra/SRR10340796) (54,917)       

  CFSAN084952[^*e*^](#ngtab1.5){ref-type="table-fn"}   [CP045767](https://www.ncbi.nlm.nih.gov/nuccore/CP045767) (6,326,501)                                                                           59.9                                  25                                                                  *Pseudomonas* sp. (99)             [SRR9043695](https://www.ncbi.nlm.nih.gov/sra/SRR9043695) (1,318,616)\     New
                                                                                                                                                                                                                                                                                                                                                    [SRR10340795](https://www.ncbi.nlm.nih.gov/sra/SRR10340795) (76,070)       
  -----------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------

![](MRA.00152-20-t0001)

Strains were grown overnight in tryptic soy broth at their adequate incubation temperature (except where noted otherwise).

Values of average nucleotide identity (ANI) were obtained using fastANI ([@B8]) and a database that included 215 known foodborne bacterial species. ANI values of ≥94% are accepted for species definition and equivalent to the traditional 70% DNA-DNA reassociation values for defining a species ([@B9]).

ST, sequence type; NA, not available. *In silico* multilocus sequence typing (MLST) used the MLST website for each microorganism (i.e., <https://pubmlst.org/campylobacter/>, <https://bigsdb.pasteur.fr/listeria/>, <http://enterobase.warwick.ac.uk/species/index/senterica>, <https://pubmlst.org/vparahaemolyticus/>, <http://enterobase.warwick.ac.uk/species/index/ecoli>, <https://pubmlst.org/saureus>, <https://pubmlst.org/cronobacter/>, <https://pubmlst.org/bcereus/>, <https://pubmlst.org/paeruginosa/>, and <https://pubmlst.org/pfluorescens/>).

Overnight incubation temperature, 42°C.

Overnight incubation temperature, 37°C.

Overnight incubation temperature, 30°C.

The final complete genome sequence (comprising the chromosome and plasmid\[s\], when present) for each strain was obtained using a previously described pipeline ([@B4]). Briefly, the complete strain genome was obtained by *de novo* assembly using Nanopore data and Canu v1.7 ([@B5]). Subsequently, a second hybrid assembly was generated for each strain using both Nanopore and MiSeq data with SPAdes v3.12.0 ([@B6]). Finally, the SPAdes hybrid and Canu assemblies were aligned with Mauve v2.4.0 ([@B7]). If the two aligned assemblies agreed in synteny and size, then the SPAdes hybrid assembly was used as the final assembly (i.e., the complete genome). If incorrect genome arrangements or missing fragments were observed, the Canu assembly was used to correct the hybrid assembly. The genomes were confirmed to be circular closed by finding the contig end overlap, which was then manually trimmed. Each closed genome was rotated to start at the *dnaA* gene. An average nucleotide identity test of the genomes using FastANI ([@B8]) confirmed the species identities ([Table 1](#tab1){ref-type="table"}). The genomes were annotated using the NCBI Prokaryotic Genome Annotation Pipeline (PGAP; <https://www.ncbi.nlm.nih.gov/genome/annotation_prok>; [@B10]).

Data availability. {#s1.1}
------------------

The genome sequences of the 28 strains are listed in [Table 1](#tab1){ref-type="table"}.
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